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2 serumStimulation

serumStimulation Data set from serum stimulation DNA micro array

Description

The serumStimulation data set is from an DNA micro array analysis of 13 samples from a serum
stimulation experiment. There is 5 controls, 5 serum stimulated with inhibitor and 3 serum stimu-
lation without inhibitor.

The original .CEL files have been read with ReadAffy and normalized with rma.

The data is the output of exprs( rma( ReadAffy() ) )

Usage

serumStimulation

Format

See exprs for description of output.
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